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Fig. 1. The schematic diagram of the LAT52 gene structure and the positions of PCR primer pairs
(LATS52-F1/LATS52-R1). A 266 bp DNA fragment were amplified with primer pairs
LATS52-F1/LATS2-R1.
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Fig. 2. The detection sensitivity assay of the PCR primer pairs. PCR analyses were performed with serial
dilutions of tomato genomic DNA. (Lanes 1-10: 320, 160, 80, 40, 20, 10, 2.5, 0.5, 0.1 and 0.02 ng;
lane C: negative control; lane M: maker).
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Fig. 3. The detection specificity assay of the PCR primer pairs. M. Maker ; Lane 1-4. tomato variety ; 5.
sunflower ; 6. canola ; 7. rice ; 8. maize ; 9. eggplant ; 10. pepper ; 11. sweet pepper ; 12. tobacco ;
13. potato °
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Fig. 4. Alignment of LAT52 partial gene sequences obtained from tomato and potato.

ZE#®5| FPCRILFE
=9t f’ TE'?%JTJ°$JFf b 2% 15 i F‘*Jpﬁﬁ?ﬁﬂﬁ L VA R R &A”J%tfsﬁﬁ‘ HRL [N

SERE ﬂff'f%’r o SEGEIRES Tt E'Iﬁ”z?Wﬂ“E"&’f@E”ﬁ“@ vk o
lPﬂ’HﬁjT?ﬁkﬁﬂﬂl*ﬂpb*wvmﬁﬁ i) Fﬁi' < S IR0 2 L SET I eI A B () > R

ﬂfl—¢’ﬁf"z;l“9?%aﬂu TEF;CJ[% ) gﬁﬂiﬁ [ﬁ FUd =" 10:10 ~ 10:8 ~ 10:6 ~ 10:41'] %10:2
uMq ?Ei i “f VEEE ] w”mxﬁ_ﬁ"c”%w‘a&%\'é? o R PR LN G [T B
|ﬂ104uNmJ| ii 7—§w@fw@ﬂﬁggu&ﬁwﬁki) HobEEER Y 2k %éﬁﬁ%ﬁ%uyﬁwﬂ
SR A 5 75 ﬁ‘vd’ﬁfﬁiﬁﬂ’f’?%ﬂiﬁﬁf IESES



2 o B L ST Y] P38

=~ HLEREA T SR PR <
Fig. 5. The foreign gene detection with the transgenic tomato. (Lane 1: negative control, Lane 2:
transgenic tomato. lane M: maker).
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Fig. 6. Multiplex PCR reactlon with the transgenic tomato. (Lane 1-5: transgenic tomato. lane M: maker).
PCR analyses were performed with the transgenic tomato by different mixed ratio of pooled
primer pairs from CP primer to LAT52 primer. (Lanel-5: 10:10, 10:8, 10:6, 10:4 and 10:2 uM).
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The Study of the Detection Technique for
Genetically Modified Tomato*

Yu-Chun Yang’, Ying-Chun Chen” and Long-Zen Chang’

ABSTRACT

The purpose of this study was to establish a reliable detection method for transgenic
tomato identification. We found a tomato (Lycopersicon esculentum) species-specific
gene sequence, LAT52, by means of the paper search and sequence blast at NCBI database.
The primer sets were designed as a positive control against this sequence. The suitable
condition of PCR reaction was tested and the detection sensitivities were between 0.5 and
0.1 ng of tomato genomic DNA. Qualitative PCR analyses were assayed with 4 different
tomato varieties and 9 different plants and those expected amplified products were
obtained with all of tomato materials. These results demonstrated the primer set could be
utilized to confirm the genomic DNA quality and the PCR condition without mistake. In
addition, we have successfully established a multiplex PCR assay technique to detect
transgenic tomato material accompany with the related research organization to save the

time and money of detection.
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