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Fig. 1. The symptoms and morphology of Mango Bacterial Black Spot and its causal agent. (A) Black lesions and
spots are raised on leaves. (B) Symptoms on fruit appeared as star-shaped and erumpent lesions. (C) Bacterial
strain formed white and mucoid colonies on YPDA medium. (D) Bacterial strain was inoculated into the
leaves of the mango cultivar '"Taichung no. 1' and the raising black spots appeared. The picture was taken at 26
days after inoculation (dai).
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Fig. 2. Maximum-likelihood tree of gyrB partial sequences showing the relationship of Xanthomonas citri
pv. mangiferaeindicae strain Tcpbl0 with other Xanthomonas species. A phylogenic tree was
constructed in MEGA7 by deriving from the Tamura-Nei model. The sequences of
Stenotrophomonas maltophilia strain JV3 was used as outgroup species. The bar (0.050) at the
bottom represents the number of nucleotide substitutions per site.
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Fig. 3. Bacterial growth in leaves of two mango cultivars ('Taichung no. 1' and 'Irwin'). The Xanthomonas
citri pv. mangiferaeindicae strain Tcpb10 was inoculated using syringe infiltration at a
concentration of 8 x 10° CFU ml ™", and the bacterial cells were recovered at 7-day intervals after
inoculation. The values represent the mean of three replications; the vertical lines indicate standard
deviations, and where they are absent, the limits are within the symbol dimensions.
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Table 1. Bacterial Black Spot disease severity on two mango (Mangifera indica) cultivars ('"Taichung no.
1" and 'Trwin') in TDAIS

Disease severity (%)

Cultivar Treatment
May June
'"Taichung no. 1' Bacillus amyloliquefaciens
Teba05 41.7 a° 9.2a
Tcb43 17.5b 43a
Tcb45 9.2b 36a
Kasugamycin + Copper oxychloride 57¢ --
CK 53¢ 24a
Trwin' Kasugamycin + Copper oxychloride 0d --

! Disease severity = (Sum of all disease rating/ Total no. of rating x maximum disease grade) x 100
% Statistical analysis by LSD (p < 0.05) was applied to compare the disease severity between each treatment.

R BPHAPECRETER G 1 UER ECRUME R Z R

Table 2. Bacterial Black Spot disease severity on mango cultivar 'Taichung no. 1' in Taiping Dist.,

Taichung City
Disease severity (%)’
Treatment
May June
Tcba05 1a’ 29a
Kasugamycin + Copper oxychloride Oa 55a

! Disease severity = (Sum of all disease rating/ Total no. of rating x maximum disease grade) x 100
2 Statistical analysis by Student’s ¢-test (p < 0.05) was applied to compare the disease severity between the B.
amyloliquefaciens Tcba05 and Kasugamycin + Copper oxychloride.
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The Investigation of Mango Bacterial Black Spot
on Mango Cultivars 'Taichung No. 1' and 'Irwin""

Shih-Chieh Chang’, Meng-Sung Chen’, Chien-Chih Kuo® and
Chia-Hung Chao*
ABSTRACT

Mango is one of the important economic fruits in Taiwan, and Mango Bacterial Black
Spot (MBBS) is a limiting factor for mango industries. We isolated and identified the bacterial
pathogen, investigated the susceptibility of 'Taichung No. 1' and 'Irwin' cultivars to MBBS and
surveyed the disease severity in order to understand the effect of MBBS on the production of
the two cultivars. Xanthomonas citri pv. mangiferaeindicae strain Tcpbl10 could infect the
mango cultivars '"Taichung No. 1' and 'Irwin' showed that the cultivars were susceptible to
MBBS. The field survey found that the disease severity of 'Taichung No. 1' was higher than
'Trwin'.

Key words: Mango Bacterial Black Spot, 'Taichung no. 1', susceptibility
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